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Phenotyping - Characterisation & passport data





Crosses – hybrids x SER16

If you are interested in evaluating 
these materials:
Contact:  tom.wood@niab.com

mailto:tom.wood@niab.com


Phenotyping results 











Genotyping data

• Genotyping currently in progress for 94 samples 
• X hybrids and x representative parents from x complexes 

• DArT-Seq
Restriction enzymes

DNA

Sequencing

Sequencing
Variant files



Genotyping data

• DArT variant files will be made available via project website
• Variants will be aligned to Phaseolus vulgaris reference v1.0
• Schmutz J, McClean PE, Mamidi S et al. 2014. Nat Genet.. 46(7):707-13.

• Variants will be deposited into ENA at EMBL-EBI



Summary

- Project information, contacts, materials list, phenotypes, genotypes and 
news visit: www.niab.com and search for ‘hybrid beans’

- Accession passport, characterisation data and ordering (from mid-2022) 
visit:  https://genebank.ciat.cgiar.org or www.genesys-pgr.org

Contact: tom.wood@niab.com or M.Santaella@cgiar.org
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